This study aimed to examine the sensitivity of different antibiotics against 10 Salmonella serovars isolated previously from broiler farms. After that, all resistant serovas were detected genetically for the presence of qnrA, blaTEM, tetA (A) and aadB resistant genes. Two S. Typhimurium, one S. Kentucky, one S. Newport, one S. Tamale, one S. Enteritidis, one S. Molade, one S. Takoradi, one S. Virchow and one S. Inganda were examined sensitivity against different antibiotics by disc diffusion method. The resistant serovars to quinolones, β lactams, gentamycin and doxycyclin were confirmed genetically. S. Kentucky, S. Tamale, S. Molade, S. Typhimurium and S. Takoradi were resistant to quinolones and carrying qnrA gene. S. Tamale, S. Inganda, S. Typhimurium, S. Newport, S. Molade, S. Typhimurium, S. Enteritidis, S. Takoradi and S. Virchow were resistant to β lactams and carrying blaTEM gene. S.Tamale, S. Inganda, S. Typhimurium, S. Newport, S. Molade, S. Enteritidis and S. Virchow were resistant to doxycyclin and carrying tetA (A) gene. S. Typhimurium, S. Enteritidis and S.
Introduction:
Poultry wealth is considered an important sector in national economy in Egypt on the one hand it represents a large part of the food security and on other hand, a source of employment in the poultry companies. Salmonellosis is an important health problem and a major challenge worldwide. Salmonella spp. are recognized as the most causative agents of food poisoning. (Gallegos et al., 2008) . Multiple drug resistance genes have been found to be clustered on individual mobile elements, which mean that multi-resistance can be readily transferred and increase the multi-drug resistant bacterial population Nikaido (2009 Recently, a basic role in dissemination and evolution of antimicrobial resistance in MDR S. Typhimurium DT104(MDR-DT104) and many other organisms has been attributed to integrons, gene expression elements that potentially account for rapid and efficient transmission of drug resistance because of their mobility and ability to collect resistance gene cassettes; (Tosini et al., 1998) . So, this study aimed to detect the encoding genes responsible for antibiotic resistance by using PCR.
Material and methods:
Bacterial isolation: A total of 10 Salmonella serovars (2 S. Typhimurium, 1S. Kentucky, 1 S. Newport, 1 S. Tamale, 1 S. Enteritidis, 1 S. Molade, 1 S. Takoradi, 1 S. Virchow and 1 S. Inganda were recovered previously from broilers farms from different internal organs. All isolates were previously handled and isolated from different farms in Dakahlia Governorate and the clinically examined birds showed signs of septicemia, retarded growth, depression, profuse watery white diarrhea and accumulation of fecal matter around the vent.
Identification of recovered isolates:
Each isolate was inoculated separately in selenite F broth and incubated at 37°C for not more than 18 hours and rappaportvassiliadis soya broth incubated at 42°C for 24 hours. A loopful from the enrichment culture was streaked onto the surface of Xylose Lysine Deoxycholate (XLD) media and Salmonella Shigella agar (S-S agar) then incubated at 37ºC ± 1ºC for 24hrs ± 2hrs. Each colony was identified morphologically and biochemically according to Quinn et al., (2002) .
Antibiotic sensitivity testing according to ISO 6579 (2002) method:
Determination of the susceptibility of the isolated strains to antimicrobial discs was adopted using the disc diffusion technique according to Finegold and Martin (1982) . PCR detection of antibiotic resistant genes PCR assay was done to detect antibiotic resistance genes in the isolates. The isolates that showed resistance to antimicrobial agents in sensitivity tests for quinolones were examined for the presence of qnrA gene while the isolates that showed resistance to β lactams were examined for the presence of blaTEM gene. The isolates that showed resistance to doxycyclin were examined for tetA (A) gene. The isolates that showed resistance to gentamycin were examined for the presence of aadB gene. QIAamp DNA Mini Kit used for extraction of DNA. Primers used were shown in table (1). Temperature and time conditions of the primers during PCR are shown in table (2). Electrophoresis grade agarose (1 g ) was prepared in 100 ml TBE buffer in a sterile flask, it was heated in microwave to dissolve all granules with agitation, and allowed to cool at 70˚C, then 0.5μg/ml ethedium bromide was added and mixed thoroughly according to (Sambrook et al., 1989). Takoradi sensitive to doxycycline. Five Salmonella isolates were examined by PCR for qnrA gene (a resistant gene for quinolones) while other Salmonella isolates not examined for this gene as they were sensitive to quinolones. All isolates were positive for this gene giving amplification of 516 bp fragments. Also, the positive control showed 516 bp fragments whereas no amplification could be observed with the negative control as shown in table (4) and figure (1). Nine Salmonella isolates were examined by PCR for blaTEM gene (a resistant gene for β Lactamases) while other isolates not examined by PCR as they were sensitive to β Lactamas. Nine isolates (100%) were positive for this gene giving amplification of 516 bp fragments. Also the positive control showed 516 bp fragments whereas no amplification could be observed with the negative control as in table (4) and figure (2). Seven Salmonella isolates were examined by PCR for tetA (A) gene (a resistant gene for tetracycline) while other isolates not examined for this gene as they were sensitive to doxycycline. All isolates (100%) were positive for this gene giving amplification of 576 bp fragments. Also the positive control showed 576 bp fragments whereas no amplification could be observed with the negative control as in table (4) and figure (3) . Three Salmonella isolates were examined by PCR for aadB gene (a resistant gene for gentamycin) whiles other Salmonella isolates not examined for this gene as they were sensitive to gentamycin. All isolates (100%) were negative for this gene whereas no amplification at 319 bp fragments. The positive control showed 319 bp fragments whereas no amplification could be observed with the negative control as in table (4) and figure (4). et al. (2006) found that higher resistance to streptomycin (92.10%). The rise in resistance to gentamicin and norfloxacin is of concern, as these drugs are often considered in the treatment and control of several poultry diseases. PCR was a perfect tool for accurate detection of Salmonella resistant genes and the results that qnrA gene a resistant gene for quinolones were reported in all examined isolates with a percentage of (100%). The results obtained for qnrA gene disagree with Kees et al. (2008) . It is admitted that resistance to quinolones results from both chromosomal and plasmid-mediated quinolone resistance (PMQR) mechanisms. Qnr genes represent one of the most important PMQR mechanisms. These genes encode pentapeptide repeat proteins that block the action of ciprofloxacin (CIP) on bacterial DNA gyrase and topoisomerase IV Tran and Jacoby (2002) . Three major groups of qnr
